Meth Overdose

O
(¢

Egr Sox NeuroD

_ = = = Rix2
S» 288282388 Cebpa
= activation of GTPase activity Tefd
— (< associative learning Rix3
3 o« 15 cGMP metabolic process Cebpby L
e 2 memory Tef:
> neuronal synaptic plasticity Mef2ad
E] CE, 10 transmission of nerve impulse Smad3{ ]
2] Q " . : .
< sM10 £ multicellular organismal signaling Tgif1
i s [ positive regulation of chemotaxis Smad2{ ﬁ
05 ~ regulation of hair follicle maturation Meis3
[4 2 2 5 regulation of neutrophil migration Asclt °
g @1 l00 4 response to calcium ion Mef2dq @
o 3 - I neurotransmitter transport Sox17- -
2 8|05 0 behavioral response to pain Sox134 [ ]
g g 5 calcium ion transmembrane transport Rix1 o
g| o 10 chemosensory behavior Pou3f3q -
© .- learning Nf e
[l SH-15 *6 modulation of synaptic transmission Jund- ©
§ -E £ ion transmembrane transporter activity AtH o
S = regulation of synaptic plasticity Rix5 o
° = regulation of leukocyte migration
e s platelet-derived growth factor receptor Creb1 2
w regulation of lipid metabolic process Nfil3 °
[+ axon ensheathment Att2 N
g cell-cell junction organization Sox21! T
- membrane lipid biosynthetic process Fosl2 a
o membrane lipid metabolic process Tef12: %
[} multicellular organism growth Nfia 14
g myelination Olig- o
o Ras protein signal transduction Tgif2: !
<4 regulation of cell shape Sox2:
o vasculogenesis Sox64
S vesicle cytoskeletal trafficking Rix4
o g protein i i Sox9-
° regulation of response to food At7-
) regula(!on of vesicle fusion _ . Crebs
°  of long-term synaptic potentia Neurog2{ [
Q presynaptic chemical synaptic transmission Neurod ° P
ﬁ protein localization to cell periphery Bhihe22| e -
a = protein localization to plasma membrane Meis+ ° .
P ﬁ regulation of cell junction assembly g':
" » synaptic vesicle localization P E
@ - calcium-mediated signaling Met2c| ° 8
a a neurotransmitter secretion Hif °
2| o plasma membrane organization Pousf2] °
2 2 action potential Junb [ ]
2 2 adult behavior Egrt °
3 8 adult locomotory behavior Meis2{ [ 4
s o cellular potassium ion homeostasis Fos: e [
5| - @ dorsal root ganglion development Egr2{ @ [J o
= 3y membrane depolarization 3 o] 5 N
center center center center positive regulation of appetite O a <Zt 5

d ]
o L
T, ot nsa  Drd2-Egra:r=0.99 4R o Drdiinsal Drd2-Egrd: r=o.g':_s , y H
S | o Drd1 in Meth j‘ s | o Drd1 in Meth 5
® | +ord2in sal | o ® [fod2insa 3
4+ Drd2 in Meth ] _|+Drd2 in Meth k)
S =3
B & N3Lh
[=} Foa |
S -
) S
(=3 / [=3
wn / w7 /
ol Drd1-Egr3: r=0.95 o o / Drd1-Egr4: r=0.90
T T T T T T T T T T T T T
0 20 40 60 80 100 0 5 10 15 20 25 30
Egr3 Egr4
o
- - Drd1inSal Drd2-Egr2: r=0.76 =] -1 o Drd1 in Sal Drd2-Egr1: r=0.32
 Drd1 in Meth e s N° o Drd in Meth + 4
& +Drd2in sal Ve 8 +Drd2in Sal
® [ +Drd2 in Meth s/ o @ | 4Drd2 in Meth
-0
~ =S
-2
188 8%
oo
[=]
= 27 [ -log10(Q-value)
o
wn
o< Drdi-Egr2:r=0.71 o o4 4 Drd1-Egr1: r=0.24
T T T T T T T T T T T i i i
0 2 4 6 8 10 0 50 100 150 200 atin modification
Egr2 Egr1 0 0.6 12 18 24 25 2,625 2.75 2.875 3
f Expression of Sox genes in DG regions
N.S. = Sal = Meth
—_
= O
i N.S.
) i - N.

S.
-
ax - -
- =
T £
£

cPM
40
HI -

*x

- T
= *

20

N.S.
j—— N.S. N.S.

N.S.

Sox8 Sox10 Sox5 Sox11 Sox18 Sox7 Sox9 Sox6 Sox13 Sox12 Sox17 Sox2 Sox21



